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• Testing of 10 samples per batch for each class 
of positivity (strong, moderate, weak) 

• Testing in duplicates by SYBR Green RT-PCR

Batch name Species

CVS 27 11-14*
RABV

RABV 36-12

EBLV-1 03-08 EBLV-1

EBLV-2 03-12 EBLV-2

BBLV 35-18 BBLV

Negative 02-19 /

* duplicate

All batches were tested, shown homogeneous
• < 1 Cq value for strong and moderate
• < 2 Cq values for weak positives



•

Expected results :  
• < 1 Cq value for strong and moderate ; < 2 Cq values for weak positives

•

All tested conditions were shown satisfactory and confirmed the stability of all batches 
submitted in the  successive cycles of freezing-thawing, as well at < -18°C during 4/8 

days. 





25 labs. participated in the inter-
laboratory test 

• 25 packages were delivered within 
the timeframe tested by the 
stability assessment (<7 days). 

• All packages were received 
between 1 and 2 days after 
shipment, except two laboratories 
that received their packages 4 days 
after shipment.









SYBR Green RT-PCR results 

Sample tested n tests carried out n Discrepant Discrepant (%) 

Negative samples 12* 1 8.3 (0.2 - 38.5) 
Positive samples by lyssavirus 

species 
221 22 10 (6.3. – 14.6) 

RABV 113 10 8.8 (4.3. – 15.7) 

EBLV-1 36 4 11.1 (3.1. – 26.1) 

EBLV-2 36 5 13.9 (4.7- 29.5) 

BBLV 36 3 8.3 (1.8-22.5) 
Positive samples by class of 

positivity 222 22 10 (6.3-14.7) 

strongly positive 74 1 1.4 (0-7.3) 

moderate positive 74 3 4.1 (0.8-11.4) 

weak positive 74 18 24.3 (15.3-36.1) 

Positive samples by species 
and by class of positivity 

221 22 10 (6.3- 14.7) 

RABV strongly positive 38 0 0 (0-9.3) 

RABV moderate positive 38 0 0 (0.9.3) 

RABV weak positive 37 10 27 (13.8-44.1) 

EBLV-1 strongly positive 12 0 0 (0-26.5) 

EBLV-1 moderate positive 12 1 8.3 (0.2-38.5) 

EBLV-1 weak positive 12 3 25 (5.5-57.2) 

EBLV-2 strongly positive 12 1 8.3 (0.2-38.5) 

EBLV-2 moderate positive 12 2 16.7 (2.1 – 48.4) 

EBLV-2 weak positive 12 2 16.7 (2.1-48.4) 

BBLV strongly positive 12 0 0 (0-9.3) 

BBLV moderate positive 12 0 0 (0-9.3) 

BBLV weak positive 12 3 25 (0-9.3) 

 



TaqMan specific Probe RT-PCR 

Sample tested n tests carried 
out 

n Discrepant Discrepant (%) 

Negative samples 10 1 10 (0.3-44.5) 
Positive samples by lyssavirus 

species 180 9 5 (2.3-9.3) 

RABV 90 7 7.8 (3.2-15.4) 

EBLV-1 30 2 6.7 (0.8-22.1) 

EBLV-2 30 0 0 (0.0-11.6) 

BBLV 30 0 0 (0.0-11.6) 
Positive samples by class of 

positivity 
180 9 5 (2.3-9.3) 

strongly positive 60 0 0 (0.0 – 6.0) 

moderate positive 60 0 0 (0.0 – 6.0) 

weak positive 60 9 15 (7.1 – 26.6) 
Positive samples by species 

and by class of positivity 180 9 5 (2.3-9.3) 

RABV strongly positive 30 0 0 (0.0-11.6) 

RABV moderate positive 30 0 0 (0.0 – 11.6) 

RABV weak positive 30 7 23.3 (10.0 – 42.3) 

EBLV-1 strongly positive 10 0 0 (0.0-30.8) 

EBLV-1 moderate positive 10 0 0 (0.0-30.8) 

EBLV-1 weak positive 10 2 20 (3.5-55.8) 

EBLV-2 strongly positive 10 0 0 (0.0-30.8) 

EBLV-2 moderate positive 10 0 0 (0.0-30.8) 

EBLV-2 weak positive 10 0 0 (0.0-30.8) 

BBLV strongly positive 10 0 0 (0.0-30.8) 

BBLV moderate positive 10 0 0 (0.0-30.8) 

BBLV weak positive 10 0 0 (0.0-30.8) 

 



Pan-Lyssavirus Probe RT-PCR 

Sample tested n tests carried out n Discrepant Discrepant (%) 

Negative samples 7 1 14.3 (0.4-57.9) 
Positive samples by lyssavirus 

species 
126 5 4 (1.3-9.0) 

RABV 63 0 0 (0.0 – 5.7) 

EBLV-1 21 0 0 (0.0-16.1) 

EBLV-2 21 0 0 (0.0-16.1) 

BBLV 21 5 23.8 (8.2-47.2) 
Positive samples by class of 

positivity 126 5 4 (1.3-9.0) 

strongly positive 42 1 2.4 (0.0 – 12.6) 

moderate positive 42 1 2.4( 0.0 – 12.6) 

weak positive 42 3 7.1 (1.5 – 19.5) 
Positive samples by species and by 

class of positivity 
126 5 4 (1.3-9.0) 

RABV strongly positive 21 0 0 (0.0-16.1) 

RABV moderate positive 21 0 0 (0.0-16.1) 

RABV weak positive 21 0 0 (0.0-16.1) 

EBLV-1 strongly positive 7 0 0 (0.0-16.1) 

EBLV-1 moderate positive 7 0 0 (0.0-16.1) 

EBLV-1 weak positive 7 0 0 (0.0-16.1) 

EBLV-2 strongly positive 7 0 0 (0.0-16.1) 

EBLV-2 moderate positive 7 0 0 (0.0-16.1) 

EBLV-2 weak positive 7 0 0 (0.0-16.1) 

BBLV strongly positive 7 1 14.3 (0.4-57.9) 

BBLV moderate positive 7 1 14.3  (0.4-57.9) 

BBLV weak positive 7 3 42.9 (9.9-81.6) 
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A variability in the sensitivity of the real-time RT-PCR was identified for 
detecting weak positive RABV RNA samples with highest discrepancies (  20 – 30 

%) when using TaqMan RABV RT-PCR or SYBR Green RT-PCR, respectively





Thank you for your attention


